Praesto Jetted ASO HipH Resin Applications for Bispecific Antibody Purification
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Abstract:

Bispecific antibodies (bsAbs) can become unstable under typical Protein-A elution conditions (pH 3—3.5), causing aggregation and fragmentation. Novel Purolite Praesto Jetted A50 HipH resin 1s designed to elute
antibodies 1n a higher pH range (up to pH 5). Two bsAb molecules were evaluated by Praesto Jetted AS0 HipH and a Standard Protein A resin to maximize monomer purity. Praesto Jetted A5S0 HipH resin
demonstrated increased separation and monomeric recovery when compared to the standard resin.
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Conclusion:
\When processing bsAbs, undesirable species are frequently observed 1n correlation with lower pH elution buffers. Protein-A elution at higher pH improves recovery of monomer and decreases aggregation and fragmentation.




	Slide Number 1

